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OUTBREAK INVESTIGATION OF PANDEMIC INFLUENZA A H1N1 AT THE
EMERGENCY DEPARTMENT IN A MEDICAL CENTER IN SOUTHERN TAIWAN
Chin-Mei Ke 1, Hung-Chin Tsai 1, Yao-Shen Chen 2, Yu-Hsiu Huang 1, Yu-
Yen Lai 1, Yueh-Ju Chen 1, Yen-Yun Ni 1, Ching-Hsien Li 1, Susan Shin-
Jung Lee 2. 1Infection Control Unit, Kaohsiung Veterans General Hospital,
Kaohsiung, Taiwan; 2Infectious Diseases Section, Kaohsiung Veterans
General Hospital, Kaohsiung, Taiwan
Purpose:The outbreak attributed to pandemic influenza A H1N1(A(H1N1)
pdm09) in the health care workers(HCWs) was rarely reported in the liter-
ature. We conducted an outbreak investigation of A(H1N1)pdm09 among
the HCWs in the emergency department (ED) and characterized the tem-
poral and in-hospital progression of A(H1N1)pdm09 as it emerged in the
ED.
Methods: We included patients and HCWs with influenza like illness(ILI)
enrolled during August 2014 eSeptember 2014. Respiratory specimens
were tested by influenza rapid test, real-time reverse transcriptase poly-
merase chain reaction (RT-PCR) and viral cultures. Full-genome
sequencing for HA and NA segments were done and phylogenetic trees
were built to compare the differences among A(H1N1)pdm09 strains.
Results: During this period, a total of 63 individuals suffered from ILI,
including 20 patients and 43 HCW. A(H1N1)pdm09 was diagnosed in 41 in-
dividuals (20 patients and 21 HCWs). The most common presenting symp-
toms were fever (71.4%), cough (60.3%), sore throat (31.7%), and
headache (22.2%). Three of the immune compromised patients had fatal-
ity related to A(H1N1)pdm09. The phylogenetic trees analysis for the HA
and NA segments among 3 patients revealed strain similarity and no anti-
viral drugs resistance. The outbreak was halted by providing prophylactic
zaramivir and adherence on infection control measurements.
Conclusions: Influenza outbreak is a serious public and health concern. Early
detection of index case as well as implementations of HCWs education, hand
Figure Proteomic profiling and validation of cellular proteins associated
with the influenza A viral PB2627K/E proteins in human cells.hygiene, cohorting care and aggressive cleaning of the environment surfaces
was important in stop the outbreak.
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THE EFFECTS OF CYTOKINES ON SPONTANEOUS HEPATITIS B SURFACE
ANTIGEN SEROCONVERSION IN CHRONIC HEPATITIS B VIRUS INFECTION
Jia-Feng Wu 1, Hong-Yuan Hsu 1, Huey-Ling Chen 1,2, Yen-Hsuan Ni 1,3, Mei-
Hwei Chang 1,2. 1Departments of Pediatrics, National Taiwan University
Hospital, Taipei, Taiwan; 2Hepatitis Research Center, National Taiwan
University Hospital, Taipei, Taiwan; 3Genetics, National Taiwan University
Hospital, Taipei, Taiwan
Purpose: Chronic hepatitis B virus (HBV) infection remains a global health haz-
ard. During the course of chronic HBV infection, hepatitis B surface antigen
(HBsAg)-seroclearance indicate the suppression of viral replication, while
the HBsAg-seroconversion to its antibody (anti-HBs) indicates the clearance
of HBV infection. We examined the roles of human cytokines in the natural
course of spontaneous HBsAg-seroconversion in chronic HBV-infection.
Methods: The clinical course of spontaneous HBsAg-seroconversion was
assessed in 296 chronic HBV-infected patients. Single nucleotide polymor-
phisms (SNPs) in interleukin (IL)-1b, IL-2, IL-4, IL-10, IL-12b, IL-13, IL-27,
and interferon-g were checked in 296 chronic HBV-infected patients and
another 193 HBV-recovers. Furin (the downstream of IL-10 and IL-12 in hepa-
tocyte) was also knockdown in HepG 2.2.15 cells (HBV replication competent
hepatoma cells) to assess the impact on HBV vieus and protein biosynthesis.
The HBsAg “a determinant” sequence between chronic HBV-infected sub-
jects with and without HBsAg-seroconversion was also analyzed.
Results: The start of immune-clearance phase (serum alanine aminotransferase
[ALT] levels >30 IU/L) before 48 month-old, and hepatitis B e antigen (HBeAg)-
seroconversion before 10 year-old predict spontaneous HBsAg-seroconversion
in chronic HBV-infected patients (Odds ratiosZ17.7 and 5.0; P < 0.001 and
0.002; respectively). The A-allele of IL-10 SNP rs1800872 was associated with
higher IL-10 serum levels, and G-allele of IL-12b SNP rs3212217 was associated
with sustained high serum IL-12p70 levels during the immune-clearance phase.
Both are predictors of spontaneous HBsAg-seroconversion/HBV-recovery (Odds
ratiosZ4.0, and 26.3; PZ 0.002, and <0.001, respectively). The knockdown of
furin by siRNA in HepG2.2.15 hepatoma cells successfully suppressed the biosyn-
thesis ofHBeAg, HBsAg, andHBV viral load. Spontaneous HBsAg-seroconversion is
not related to gender, HBV genotype, and HBsAg “a determinant” mutation.
Conclusions: The start of immune-clearance phase and HBeAg-seroconver-
sion age, IL-10 and IL-12 are associated with the course of immune-clearance
phase of chronic HBV infection, and predicts spontaneous HBsAg-seroconver-
sion and HBV-recovery in human.
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PREVALENCE AND RISK FACTORS OF HEPATITIS B INFECTION IN
PREGNANT WOMEN AT THE PRENATAL CLINIC OF THE UNIVERSITY OF
THE PHILIPPINES-PHILIPPINE GENERAL HOSPITAL
Aubrey Q. Taguba, M.D. 1, Gian Carlo A. Carpio, M.D. 2, Lana Corinne
Q. Tan, M.D. 3, Janus P. Ong, M.D., MPH 1, Ma. Lourdes O. Daez, M.D. 1.
1Section of Gastroenterology, Department of Medicine, Philippine General
Hospital, Manila, Philippines; 2Department of Medicine, Philippine General
Hospital, Manila, Philippines; 3Department of Obstetrics and Gynecology,
Philippine General Hospital, Manila, Philippines
Purpose: Perinatal transmission remains to be the leading cause of spread of
hepatitis B virus (HBV) in the Philippines. This study aimed to determine the
prevalence and risk factors of hepatitis B infection in pregnant women
seeking prenatal care at the University of the Philippines- Philippine General
Hospital (UP PGH).
Methods: Outpatient charts of consecutive pregnant patients at the prenatal
clinic of UP PGH from January to July 2014 were reviewed. Information on
age, marital status, educational attainment, residence, employment status,
gravidity, history of abortion or stillbirth, number of sexual partners, history
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test for syphilis were recorded. Univariate analysis and simple logistic
regression were used to determine independent predictors of HBsAg positiv-
ity. A p-value of <0.05 was considered as statistically significant.
Results:A total of 768outpatientchartswere reviewed.TheprevalenceofHBsAg
seropositivitywas9.6%.Among these,11wereHBeAgpositive (15.9%).HBsAgpos-
itive subjects compared with HBsAg negative subjects, tend to be older (p Z
0.016), married (p Z 0.0032), have multiple pregnancies (p Z 0.0157), and
have history of spontaneous abortion (pZ 0.0458). The odds of having hepatitis
B infection increased by 5% for every 1 year increase in age. It was 2.22 times
higher among married compared to single subjects; 1.83 times higher among
thosewithhistoryofabortioncomparedwiththosewithout;and2.00timeshigher
among thosewithmultiple (<3) pregnancies than thosewith fewer pregnancies.
Conclusions: Prevalence of HBsAg seropositivity in pregnant women in PGH
remains to be high despite screening guidelines and nationwide HBV vaccina-
tion. The prevention and control of HBV infection among women of child-
bearing age should be a priority of public health intervention.
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PREVALENCE OF HUMAN HERPESVIRUS TYPE 8 IN PATIENTS WITH
PULMONARY TUBERCULOSIS IN TAIWAN
Cheng-Chuan Su 1,2,3, Chun-Liang Lai 2,3, Shih-Ming Tsao 4, Ming-Nan Lin 3,
Tsung-Cheng Hsieh 1, Jang-Jih Lu 5, Tang-Yuan Chu 1,6. 1Institute of Medical
Sciences, Tzu Chi University, Taiwan; 2School of Medicine, Tzu Chi
University, Taiwan; 3Buddhist Dalin Tzu Chi Hospital, Taiwan; 4Chung Shan
Medical University and Chung Shan Medical University Hospital, Taiwan;
5Chang Gung Memorial Hospital, Linkou, Taiwan; 6Department of Obstetrics
and Gynecology, Buddhist Tzu Chi Medical Center, Taiwan
Purpose: Tuberculosis (TB) patients, similar to HIV-infected patients, have ab-
normalitiesofcellular immunity.There isahighprevalenceofhumanherpesvirus
type8 (HHV-8) infections inHIV-infectedpatientswithoutKaposi’s sarcoma.This
study aimed to evaluate seroprevalence in patients with pulmonary TB.
Methods: Blood samples collected from 101 pulmonary TB patients before
treatment and 101 age- and sex-matched healthy controls were analyzed
for lymphocyte and monocyte counts and for HHV-8 antibody and DNA. All
subjects were negative for HIV antibody.
Results: Pulmonary TB patients had a much lower count of lymphocyte and a
higher count ofmonocyte than the healthy controls (p< 0.0001, both). The sero-
positive rate of HHV-8 antibody was significantly higher in TB patients (30/101,
29.7%) than in controls (15/101, 14.9%) (pZ 0.01). The titers of HHV-8 antibody
inpatients significantly exceeded those in controls (pZ 0.006). The seropositive
rateswere not different betweenmale and femaleTBpatients. Lymphocyte and
monocyte counts between seronegative and seropositive subjects were not
different either. Four patients were positive for HHV-8 DNA. All the HHV-8 sero-
positive subjects did not have clinical manifestations of HHV-8 infection.
Conclusions: The study revealed a high HHV-8 seroprevalence in untreated
pulmonary TB patients, which was not associated with lymphocyte or mono-
cyte counts, or gender.
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WORLDWIDE IMPROPER BEDPAN-MANAGEMENT: RISK FOR SPREADING
(MULTI DRUG) RESISTANT ORGANISMS
Gertie G. M. van Knippenberg-Gordebeke, RN, CCIP . KNIP consultancy,
Venlo, The Netherlands
Purpose: Bedpans are categorised as non-critical medical devices (Spauld-
ings Scheme 1964). This scheme ignored the risk of transmission and contam-
ination during manual pouring out faeces and urine and during manual
decontamination of the utensils.
Improper bedpan-management showed in 2010 a risk of 4-21% healthcare
associated (HAI) caused by resistant andmultidrug resistant organisms (MDRO).
Bedpan-management includes: patient-care, transport, emptying the con-
tent, decontamination, drying, storage and the choice of the utensils. The
International Standard Organization (ISO) Standard 15883 for washer-
disinfectors gives clear directions for a mechanical process. Observations
in hospitals and interviews during conferences are performed from 2010-
2014 to raise global awareness of the risks.Methods
 Observation bedpan-management in low- and high income countries
and interviewing nurses and physicians about the reality of bedpancare
(39 in 21 countries).
 Awareness rising by experience exchanges among infection prevention
professionals during about the risk of contamination and transmission
by improper bedpan-management (321).
Results
 Overlooked issue during outbreak management
 Risks for contamination during emptying for staff and environment
 Cleaning takes regular place only by rinsing or spraying with cold water
 Disinfection frequently performed without attention for the right
procedures
 Bedpans and urinals are not visible clean
 Lack of guidelines or work-instructions for bedpan-management
 Weak recommendations in MDRO guidelines for bedpan decontamination
 Sluice rooms are not well designed and equipped
 Lacking validation and maintenance of washer disinfectors
Conclusions:
Bedpans must be regarded as semi-critical devices and the ISO Standard
15883 must be integrated. Most infection prevention professionals recognize
during the experience exchanges the weakness in bedpan management in
their own hospitals.
Many colleagues start to set improvements for bedpan-management and
advocate for investments.
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IMPACT OF BROAD SPECTRUM, PSEUDOMONAS-SPARING ANTIMICROBIAL
TREATMENT ON MICROBIOLOGICAL ECOLOGY OF INTESTINAL FLORA
Jen-Jia Yang 1,2, Wang-Huei Sheng 2. 1Po Jen General Hospital, Taipei City,
Taiwan; 2National Taiwan University Hospital, Taipei City, Taiwan
Purpose: We aimed to monitor the changes in bowel carriage of target resis-
tant organisms(TRO), such as enterics, Pseudomonas, Acinetobacter, in pa-
tients treated with ertapenem or other Pseudomonas-sparing, board
spectrum antimicrobial agents (moxifloxacin, flomoxef). Risk factors for
developing colonization of TROs were also analyzed.
Methods: The studyprospectivelyenrolled theadult patients(more than 20 years
old) who were indicated for a at least 7-day course of ertapenem, flomoxef, or
moxifloxacin.Rectal swabswereperformedfor thepatientswhoreceivedat least
1-day course of study antibiotics during the treatment duration. The TROs
includedPseudomonas,enterics,andAcinetobacter.MacConkeyagarswithstudy
antibioticswere used to isolate theTROs andevaluate theantibiotics resistance.
Results: The mean age of our study population was 61.616.5 years, and
58.8% were men. We found that the rectal swab colonization rate for Pseu-
domonas aeruginosa was similar between the three study antibiotics(ertape-
nem 13.2%, flomoxef 20%, moxifloxacin 14.3%, p Z 0.809). In multivariate
logistic regression analysis of the risk factors of ertapenem resistant
E. coli colonization, the flomoxef(odds ratio 4.30; 95% C.I. 1.28-14.48, p
Z 0.019) and moxifloxacin(odds ratio 6.95; 95% C.I. 1.36-35.52, p Z
0.019) usage were predictive of higher risk for colonization.
Table Multivariate logistic regression for the risk factors of ertape-
nem resistant E. coli colonization
Factors Odds ratio 95% Confidence
interval
p Value
Ertapenm 1 As reference
Flomoxef(vs ertapenem) 4.30 1.28w14.48 0.019
Moxifloxacin(vs ertapenem) 6.95 1.36w35.52 0.019
Age (per 1 year increase) 1.01 0.98w1.05 0.546
Male sex 2.11 0.75w5.90 0.156
Antibiotics treatment
duration (per 1 day increase)
1.02 0.92w1.14 0.687
*The infection sites(urinary tract infection, lung infection) and underlying
conditions(endocrine disease, hepatobiliary disease) with significant differ-
ences between the three groups were included in the multivariate model.
